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Claims 



That which is claimed is: 

1 . An isolated polypeptide consisting of an amino acid ^equence selected from 
the group consisting of: 

(a) an amino acid sequence shown in SEQ IDfNO:2; 

(b) an amino acid sequence of an allelic vai/ant of an amino acid 
sequence shown in SEQ ID NO:2, wherein said allelic variai/is encoded by a nucleic acid 
molecule that hybridizes under stringent conditions to the opposite strand of a nucleic acid 
molecule shown in SEQ ID NOS:l or 3; 

(c) an amino acid sequence of an orth&log of an amino acid sequence 
shown in SEQ ID NO:2, wherein said ortholog is encoded by a nucleic acid molecule that 
hybridizes under stringent conditions to the opposite s&and of a nucleic acid molecule 
shown in SEQ ID NOS: 1 or 3; and 

(d) a fragment of an amirfc^acic^sequence shown in SEQ ID NO:2, 
wherein said fragment comprises at least 10 cCbraaous amino acids. 

2. An isolated polypeptide comprising an amino acid sequence selected from 
the group consisting of: 

(a) an amino acid sequence shown in SEQ ID NO:2; 

(b) an amino acid sequence of an allelic variant of an amino acid 
sequence shown in SEQ ID NO:2, where* said allelic variant is encoded by a nucleic acid 
molecule that hybridizes under stringenl&onditions to the opposite strand of a nucleic acid 
molecule shown in SEQ ID NOS:l or I; 

(c) an amino acid sequence of an ortholog of an amino acid sequence 
shown in SEQ ID NO:2, wherein sail ortholog is encoded by a nucleic acid molecule that 
hybridizes under stringent conditions to the opposite strand of a nucleic acid molecule 
shown in SEQ ID NOS:l or 3; and 

(d) a fragmen/ of an amino acid sequence shown in SEQ ID NO:2 5 
wherein said fragment comprise! at least 10 contiguous amino acids. 
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3. An isolated antibody that selectMRy binds to a polypeptide of claim 2. 

4. An isolated nucleic acid molecule consisting^ a nucleotide sequence 
selected from the group consisting of: 

(a) a nucleotide sequence that enp6des an amino acid sequence shown in 

SEQ IDNO:2; 

(b) a nucleotide sequence tKat encodes of an allelic variant of an amino 
acid sequence shown in SEQ ID NO:2, wherein said nucleotide sequence hybridizes under 
stringent conditions to the opposite strata of a nucleic acid molecule shown in SEQ ID 
NOS:lor3; 

(c) a nucleotide sequence that encodes an ortholog of an amino acid 
sequence shown in SEQ ID NO:2, wherein said nucleotide sequence hybridizes under 
stringent conditions to th^opposite strand of a nucleic acid molecule shown in SEQ ID 
NOS:lor3; 

(d) / a nucleotide sequence that encodes a fragment of an amino acid 
sequence shownan SEQ ID NO:2 ? wherein said fragment comprises at least 10 contiguous 
amino acids;/and 

(e) a nucleotide sequence that is the complement of a nucleotide 
sequer><5e of (a)-(d). 

5. An isolated nucleic acid molecule comprising a ipcleotide sequence selected 
from the group consisting of: 

(a) a nucleotide sequence that encodes ai/amino acid sequence shown in 

SEQ ID NO:2; 

(b) a nucleotide sequence that enc<y&/of an allelic variant of an amino 
acid sequence shown in SEQ ID NO:2, wherein said niDfleot^de sequence hybridizes under 
stringent conditions to the opposite strand of a nucleiyaojd molecule shown in SEQ ID 
NOS:l or 3; 

(c) a nucleotide sequence that /ncodes an ortholog of an amino acid 
sequence shown in SEQ ID NO:2, wherein said /ucleotide sequence hybridizes under 
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stringent conditions to the opposite strand of a nucleic acid moledfile shown in SEQ ID 
NOS:lor3; / 

(d) a nucleotide sequence that encodes a fragment of an amino acid 
sequence shown in SEQ ID NO:2, wherein said fragment comprises at least 10 contiguous 
amino acids; and / 

(e) a nucleotide sequence that is the complement of a nucleotide 
sequence of (a)-(d). KJ 

6. A gene chip comprising a nucleic acia|molecule of claim 5. 

7. A transgenic non-human anima^omprising a nucleic acid molecule of 
claim 5. / 

A nucleic acidy^t^t^mpvising a nucleic acid molecule of claim 5. 

A host cell containing the vector of claim 8. 

10. A method for producing any of the polypeptides cl claim 1 comprising 
introducing a nucleotide sequence encoding any of the amino aotd sequences in (a)-(d) into 
a host cell, and culturing the host cell under conditions in whi/h the polypeptides are 
expressed from the nucleotide sequence. / 

11. A method for producing any of the polypeptides of claim 2 comprising 
introducing a nucleotide sequence encoding any df th/amino acid sequences in (a)-(d) into 
a host cell, and culturing the host cell under conditions in which the polypeptides are 
expressed from the nucleotide sequence. Jf ^ 

12. A method for detecting the presence of any of the polypeptides of claim 2 in 
a sample, said method comprising contactin^aid sample with a detection agent that 
specifically allows detection of the presencjof the polypeptide in the sample and then 
detecting the presence of the polypeptide. / 
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13. A method for detecting thg^pfesence of a nucleic acid molecule of claim 5 in 
a sample, said method comprismg<6ntacting the sample with an oligonucleotide that 
hybridizes to said nucl^ie^cid molecule under stringent conditions and determining whether 
the oligonucleotide binds to said nucleic acid molecule in the sample. 

14. A method for identifying a modulator of a polypeptide c£ claim 2, said 
method comprising contacting said polypeptide with an agent and dej/rmining if said agent 
has modulated the function or activity of said polypeptide. 

15. The method of claim 14, wherein said agent is q/ministered to a host cell 
comprising an expression vector that expresses said polypeptjj 

1 6. A method for identifying an agent that bind& to any of the polypeptides of 
claim 2, said method comprising contacting the polypeptide with an agent and assaying the 
contacted mixture to determine whether a complex is i/rmed with the agent bound to the 
polypeptide. 

17. A pharmaceutical composition cHfaforising an agent identified by the method 
of claim 16 and a pharmaceutically acceptable canr^therefor. 

18. A method for treating a diseasepr condition mediated by a human Ras-like 
protein, said method comprising administering to a patient a pharmaceutically effective 
amount of an agent identified by the method of claim 16. 



1 9. A method for identifying & modulator of the expression of a polypeptide of 
claim 2, said method comprising contacmng a cell expressing said polypeptide with an agent, 
and determining if said agent has modulated the expression of said polypeptide. 
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20. An isolated human Ras-like protein polypeptide having an amino acid 
sequence that shares at least 70% homology with an amino/icid sequence shown in SEQ ID 
NO:2. 

21. A polypeptide according to claim 20 tljfo shares at least 90 percent homology 
with an amino acid sequence shown in SEQ ID NO^ 

22. An isolated nucleic acid moleculjf encoding a human Ras-like protein 
polypeptide, said nucleic acid molecule sharing at least 80 percent homology with a nucleic 
acid molecule shown in SEQ ID NOS:l or 3i 



23. A nucleic acid molecule a/cording to claim 22 that shares at least 90 percent 
homology with a nucleic acid molecule /nown in SEQ ID NOS: 1 or 3. 



